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S*-,-;t> •^^^LcyAS MNFNVS-LM-EKLKWKIKCIEN ZF 

- ' , RMScon • 

5*^ 1t>l^- 1 + + + + + + 60 

-^^^^ •o.ft*.7 Lc7 43 ATGAATTTCAACGTTAGTTTGATGGA GAAATTAAAATGGAAGATTAAATGCATTGAAAAT 

. RMSA LC743/5' 



Lc743 KFLNYRLTTNETVVAETEYG 40 

RMScon 

61 + + + + + + 120 

Lc7 43 AAGTTTTTAAACTATCGTTTAACTACCAATGAAACGGTGGTAGCTGAAACTGAATATGGC 

RMSA 

RM8B 

RM8C 

RMScon 



Lc743 KVKGVKRLTVYDDSYYSFEG 60 

RMScon 

121 + + + + + ^ 180 

Lc7 43 AAAGTGAAAGGCGTTAAACGTTTAACTGTGTACGATGATTCCTACTACAGTTTTGAGGGT 

RMSA 

RM8B 

RMSC 

RMScon 



Lc743 IPYAQPPVGELRFKAPQRPT 80 

RMScon 

181 + + + + + + 240 

Lc7 43 ATACCGTACGCCCAACCGCCAGTGGGTGAGCTGAGATTTAAAGCACCCCAGCGACCAACA 

RMSA 

RM8B 

RMSC 

RMScon 



Lc743 PWDGVRDCCNHKDKSVQVDF 100 

RMScon 

241 + + + + + + 300 

Lc7 43 CCCTGGGATGGTGTGCGTGATTGTTGCAATCATAAAGATAAGTCAGTGCAAGTTGATTTT 

RMSA 

RMSB C 

RMSC 

RMScon 

FIGURE 1 A 
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Lc743 ITGKVCGS.EDCLYLSVYTNN 120 

RMScon 

301 + + + + + + 360 

Lc743 ATAACGGGCAAAGTGTGTGGCTCAGAGGATTGTCTATACCTAAGTGTCTATACGAATAAT 

RM8A 

RM8B 

RM8C 

RMScon 



Lc743 LNPETKRPVLVYIHGGGFII 140 

RMScon 

361 + + + + + + 420 

Lc743 CTAAATCCCGAAACTAAACGTCCCGTTTTAGTATACATACATGGTGGTGGTTTTATTATC 

RM8A 

RM8B 

RM8C 

RMScon 



Lc 743 GENHRDMYGPDYF IKKDVVL 160 

RMScon 

421 + + + + + + 480 

Lc7 43 GGTGAAAATCATCGTGATATGTATGGTCCTGATTATTTCATTAAAAAGGATGTGGTGTTG 

RM8A - 

RM83 

RM8C 

RMScon 



Lc 743 INIQYRLGALGFLSLNSEDL 180 

RMScon 

A81 + + + + + ^- 540 

Lc743 ATTAACATACAATATCGTTTGGGAGCTCTAGGTTTTCTAAGTTTAAATTCAGAAGACCTT 

RM8A 

RM8B 

RM8C 

RMScon 



Lc743 NVPGNAGLKDQVMALRWIKN 200 

RMScon 

541 + + + + + -I- 600 

Lc743 AATGTGCCCGGTAATGCCGGCCTTAAAGATCAAGTCATGGCCTTGCGTTGGATTAAAAAT 

RM8A 

RMSB 

RM8C A 

RMScon 



Figure 1 G^e^T-t-iTOi:^ d 
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Lc7A3 NCANFGGNPDNITVFGESAG220 

RMScon 

601 + + + + + + 

Lc743 AATTGCGCCAACTTTGGTGGCAATCCCGATAATATTACAGTCTTTGGTGAAAGTGCCGGT 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 AASTHYMMLTEQTRGLFHRG240 

RMScon 

+ + + + + + 720 

LC7A3 GCTGCCTCTACCCACTACATGATGTTAACCGAACAAACTCGCGGTCTTTTCCATCGTGGT 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 ILMSGNAICPWANTQCQHRA260 

RMScon ^ 

721 + + + + + + '^SO 

Lc743 ATACTAATGTCGGGTAATGCTATTTGTCCATGGGCTAATACCCAATGTCAACATCGTGCC 

RMSA 

RM8B T 

RM8C T 

RMScon 



LC743 FTLAKLAGYKGEDNDKDVLE280 

RMScon 

781 + + + + ^ ^ Q"*^ 

Lc743 TTCACCTTAGCCAAATTGGCCGGCTATAAGGGTGAGGATAATGATAAGGATGTTTTGGAA 

RM8A 

RM8B 

RM8C A 

RMScon 

Lc743 FLMKAKPQDLIKLEEKVLTL300 

RMScon 

841 + + + + + ^ 

Lc7 43 TTTCTTATGAAAGCCAAGCCACAGGATTTAATAAAACTTGAGGAAAAAGTTTTAACTCTA 

RMSA 

RMSB 

RMSC G 

RMScon 



Figure 1 ce^atinued 



SUBSTTTUTE SHEET (RULE 26) 



wo 97/19176 



PCT/AU96/00746 



4/12 



LC743 EERTNKVMFPFGPTVEPYQT320 

RMBcon ' • • ^ 

901 + + + ^ + ^ 

Lc743 GAAGAGCGTACAAATAAGGTCATGTTTCCTTTTGGTCCCACTGTTGAGCCATATCAGACC 

RM8A 

RM8B 

RM8C 

RMBcon 

LC743 ADCVLPKHPREMVKTAWGNS340 

RMScon 

961 + + + + ^ ^^0^° 

Lc7 43 GCTGATTGTGTCTTACCCAAACATCCTCGGGAAATGGTTAAAACTGCTTGGGGTAATTCG 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 IPTMMGNTSYEGLFFTSILK360 

RMScon 

1021 + + + + + + 

Lc743 ATACCCACTATGATGGGTAACACTTCATATGAGGGTCTATTTTTCACTTCAATTCTTAAG 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 QMPMLVKELETCVNFVPSEL380 

RMScon 

1081 ^ + + + ^ ^^^^^ 

Lc743 CAAATGCCTATGCTTGTTAAGGAATTGGAAACTTGTGTCAATTTTGTGCCAAGTGAATTG 

RM8A 

RM8B 

RM8C • 

RMScon 

Lc743 ADAERTAPETLEMGAKIKKA400 

RMScon 

1141 + + + + + + 1200 

Lc74 3 GCTGATGCTGAACGCACCGCCCCAGAGACCTTGGAAATGGGTGCTAAAATTAAAAAGGCT 

RM8A T 

RM8B 

RM8C 

RMScon 



Figure 1 ,£xm-t-iTVued 
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Lc7A3 HVTGETPTADNFMDLCSHIY 420 

RMScon ' . •' 

1201 + + + + + +1260 

Lc743 CATGTTACAGGAGAAACACCAACAGCTGATAATTTTATGGATCTTTGCTCTCACATCTAT 

RM8A 

RM8B 

RM8C 

RMScon 



Lc743 FWFPMHRLLQLRFNHTSGTP440 

RMScon 

1261 + + + + + +1320 

Lc7 43 TTCTGGTTCCCCATGCATCGTTTGTTGCAATTACGTTTCAATCACACCTCCGGTACACCC 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 VYLYRFDFDSEDLINPYRIM 460 

RMScon 

13 21 + + + + + + 1380 

Lc7 43 GTCTACTTGTATCGCTTCGACTTTGATTCGGAAGATCTTATTAATCCCTATCGTATTATG 

RM8A C C 

RM8B C C 

RMSC C C 

RMScon C C 



Lc743 RSGRGVKGVSHADELTYFFW480 

RMScon 

1381 + + + + + + 1440 

Lc7 43 CGTAGTGGACGTGGTGTTAAGGGTGTTAGTCATGCTGATGAATTAACCTATTTCTTCTGG 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 NQLAKRMPKESREYKTIERMSOO 

RMScon 

liii^l + + + + + + 1500 

Lc 7 4 3 AATCAATTGGCCAAACGTATGCCTAAAGAATCGCGTGAATACAAAACAATTGAACGTATG 

RM8A 

RM8B 

RMSC 

RMScon 

Figure 1 ^3«-tinu^d 



SUBSTITUTE SHEET (RULE 26) 



wo 97/19176 ~ ^ PCT/AU96/00746 



6/12 



Lc743 TGIWiqFATTGNPYSNEIEG520 

RMScon 

1501 + + + + + + 1560 

Lc743 ACTGGTATATGGATACAATTTGCCACCACTGGTAATCCTTATAGCAATGAAATTGAAGGT 

RM8A 

RM8B 

RM8C 

RMScon 

Lc743 MENVSWDPIKKSDEVYKCLN5A0 

RMScon 

1561 + + + + + + 1620 

Lc 7 4 3 ATGGAAAATGTTTCCTGGGATCCAATTAAGAAATCCGACGAAGTATACAAGTGTTTGAAT 

RM8A T 

RMSB T 

RM8C 

RMScon 

Lc743 ISDELKMIDVPEMDKIKQWE560 

RMScon 

1^21 + + + + + 1680 

Lc 7 4 3 ATTAGTGACGAATTGAAAATGATTGATGTGCCTGAAATGGATAAGATTAAACAATGGGAA 

T G 



RM8A T 

RMSB T 

RM8C T 

RMScon T 



.G 
.G 
.G 



Lc743 5 MFEKHRDLF* 570 

RMScon 

1681 + + l''!^ 

Lc74 3 TCGAT GTTTGAAAAACATAGAGATTTATTTTAG 

RM8A LC743 /3* 

RMSB 

RMSC 

RMScon 



Figure 1 
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Figure 2 

MTFLKQFIFRLKLCVKCMVNKYTNYRLSTNETQIIDTEYGQIKGVKRMTV 50 

|.| :: :|h Ih MM. MM MMMMMMMI 

MNFNVSLMEKLKWKIKCIENKFLNYRLTTNETWAETEYGKVKGVKRLTV 50 

YDDSYYSFESIPYAKPPVGELRFKAPQRPVPWEGVRDCCGPANRSVQTDF 100 

MMMIMMMMMIMMMMMIMIMMMM* ::MI-M 

YDDSYYSFEGIPYAQPPVGELRFKAPQRPTPWDGVRDCCNHRDKSVQVDF 100 
101 ISGKPTGSEDCLYLNVYTNDLNPDKRRPVMVFIHGGDFIFGEANRNWFGP 150 

l-M--MMMM.MM:MI:.MMMMMhMMMM: Ml 

101 ITGKVCGSEDCLYLSVYTNNLNPETKRPVLVYIHGGGFIIGENHRDMYGP 150 
151 DYFMKKPVVLVTVQYRLGVLGFLSLKSENLNVPGNAGLKIDQVMALRWVKS 200 

MIMIMM-MMMMMMMMMMMMMMMMMhM 

151 DYFIKKDVVLINIQYRLGALGFLSLNSEDLNVPGNAGLKDQVMALRWIKN 200 
201 NIAIFGGDVDNITVFGESAGGA5THYMMITEQTRGLFHRGIMMSGNSMCS 250 

IM MI-MMMMMIMMMMMMMMMMMMM-M. 

201 NCANFGGNPDNITVFGESAGAASTHYMMLTEQTRGLFHRGILMSGNAICP 250 
-^51 irASTECQSRALTMAKRVGYKGEDNEKDXLEFLMKANPYDLIKEEPqVLTP 300 

MMMI MMMI MMMMMhMMMIM MM MMM 

251 WANTQCQHRAFTLAKLAGYKGEDNDKDVLEFLMKAKPQDLIKLEEKVLTL 300 
301 ERMQNKVMFFFGPTVEPYQTADCVVPKPXREMVKSAWGNSIPTLIGNTSY 350 

I • MMMMMMMMMMMM MMMMMMM:MMM 

301 EERTNKVMFPFGPTVEPYQTADCVLPKHPREMVKTAWGNSIPTMMGNTSY 350 
351 EGLLSKSVAKQYPEVVKELESCVNYVPWELADSERSAPETLERAAIVKKA 600 

IM: M: M 1 MMMMMMMMMMMMMM-M MM 

351 EGLFFTSILKQMPMLVKELETCVNFVPSELADAERTAPETLEMGAKIKXA 400 
AOl HVDGETPTLDNFMELCSYFYFLFPMHRFLQLRFNHTAGTPIYLYRFDFDS 450 

MMMM IMIMM-MMMMMMMMIMMMMMMMI 

401 HVTGETPTADNFMDLCSHIYFVFPMHRLLQLRFNHTSGTPVYLYRFDFDS 450 
451 EEIINPYRIMRFGRGVKGVSHADELTYLFVNILSKRLPKESREYKTIERM 500 

hMMMMI MMMMMMMMMI MIMMMMMMMI 

451 EDLINPYRIMRSGRGVKGVSHADELTYFFVNQLAKRMPKESREYKTIERM 500 
501 VGIWTEFATTGKPYSNDIAGMENLTWDPIKKSDDVYKCLNIGDELKVMDL 550 

MM-MMIMMMMMMI-MM MMMMMMM MhM^ 

501 TGIWIQFATTGNPYSNEIEGMENVSWDPIKKSDEVYKCLNISDELKMIDV 550 
551 PEMDKIKQGASIFDKKKELF 570 

MMIMI MMM.:MI 

551 PEMDKIKQWESMFEKHRDLF 570 



Tt> ■\SMdaE7 1 
5=^, VO^^' 6»LcaE7 1 

51 
51 
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Figure 

r-rv ^. vvi ATGACTTTTCTGAAGCAATTCATATTTCGCCTGAAACTATGCTTTAAATGCATGGTCAAT 

V^^-^^ ^ ^ + ^ + + + 60 

TACTGAAAAGACTTCGTTAAGTATAAAGCGGACTTTGATACGAAATTTACGTACCAGTTA 
^^f^blVS MTFLKQFIFRLKLCFKCMVN 

AAATACACAAACTACCGTCTGAGTACAAATGAAACCCAAATAATCGATACTGAATATGGA 

61 + + + + + + 120 

TTTATGTGTTTGATGGCAGACTCATGTTTACTTTGGGTTTATTAGCTATGACTTATACCT 

KYTNYRLSTNETQIIDTEYG 

CAAATTAAGGGTGTTAAGCGAATGACCGTCTACGATGATTCTTACTACAGTTTCGAGAGT 

121 + + + + + 180 

GTTTAATTCCCACAATTCGCTTACTGGCAGATGCTACTAAGAATGATGTCAAAGCTCTCA 

QIKGVKRMTVYDDSYYSFES 

ATACCCTATGCTAAGCCTCCAGTGGGTGAGTTGAGATTCAAGGCACCCCAGCGGCCTGTA 

181 + + + + + + 240 

TATGGGATACGATTCGGAGGTCACCCACTCAACTCTAAGTTCCGTGGGGTCGCCGGACAT 

IPYAKPPVGELRFKAPQRPV 

CCATGGGAGGGTGTACGTGATTGCTGTGGGCCAGCCAACAGATCGGTACAGACAGATTTC 

241 + + 4- + + + 300 

GGTACCCTCCCACATGCACTAACGACACCCGGTCGGTTGTCTAGCCATGTCTGTCTAAAG 

PWEGVRDCCGPANRSVQTDF 

ATAAGTGGCAAACCCACAGGTTCGGAGGATTGTCTATACCTGAATGTGTATACCAATGAC 

301 + + + + + + 360 

TATTCACCGTTTGGGTGTCCAAGCCTCCTAACAGATATGGACTTACACATATGGTTACTG 

ISGKPTGSEDCLYLNVYTND 

TTGAACCCAGACAAAAGGCGTCCTGTTATGGTTTTCATCCATGGCGGAGATTTTATTTTC 

361 + + + + + + 420 

AACTTGGGTCTGTTTTCCGCAGGACAATACCAAAAGTAGGTACCGCCTCTAAAATAAAAG 

LNPDKRRPVMVFIHGGDFIF 

GGCGAAGCAAATCGTAACTGGTTTGGTCCCGACTACTTTATGAAGAAACCCGTGGTCTTG 

421 + + + + + + 480 

CCGCTTCGTTTAGCATTGACCAAACCAGGGCTGATGAAATACTTCTTTGGGCACCAGAAC 

GEANRNWFGPDYFMKKPVVL 
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GTAACCGTGCAATATCGTTTGGGTGTGTTGGGTTTCCTTAGCCTGAAATCGGAAAATCTC 

481 + + + + + + 540 

CATTGGCACGTTATAGCAAACCCACACAACCCAAAGGAATCGGACTTTAGCCTTTTAGAG 

VTVQYRLGVLGFLSLKSENL 

AATGTCCCCGGCAACGCTGGCCTCAAGGATCAAGTAATGGCCTTGAGATGGGTCAAGAGT 

541 + + + + + + 600 

TTACAGGGGCCGTTGCGACCGGAGTTCCTAGTTCATTACCGGAACTCTACCCAGTTCTCA 

NVPGNAGLKDQVMALRWVKS 

AATATTGCCATTTTCGGTGGCGATGTAGACAATATTACCGTCTTCGGCGAAAGTGCTGGT 

601 + + + + + + 660 

TTATAACGGTAAAAGCCACCGCTACATCTGTTATAATGGCAGAAGCCGCTTTCACGACCA 

NIAIFGGDVDNITVFGESAG 

GGGGCCTCAACCCATTACATGATGATAACCGAACAGACCCGTGGTTTATTCCATCGTGGT 

661 + + + ^ + + 720 

CCCCGGAGTTGGGTAATGTACTACTATTGGCTTGTCTGGGCACCAAATAAGGTAGCACCA 

GASTHYMMITEQTRGLFHRG 

ATCATGATGTCCGGTAATTCCATGTGCTCATGGGCCTCTACAGAATGCCAAAGTCGTGCG 

721 + + + + + + 780 

TAGTACTACAGGCCATTAAGGTACACGAGTACCCGGAGATGTCTTACGGTTTCAGCACGC 

IMMSGNSMCSWASTECQSRA 

CTCACCATGGCCAAACGTGTTGGCTATAAGGGAGAGGACAATGAAAAAGATATCCTGGAA 

781 + + + + + + 840 

GAGTGGTACCGGTTTGCACAACCGATATTCCCTCTCCTGTTACTTTTTGTATAGGACCTT 

LTMAKRVGYKGEDNEKDILE 

TTCCTAATGAAAGCCAATCCCTATGATTTGATCAAAGAGGAGCCACAAGTTTTGACACCC 

841 + + + + + + 900 

AAGGATTACTTTCGGTTAGGGATACTAAACTAGTTTCTCCTCGGTGTTCAAAACTGTGGG 

FLMKANPYDLIKEEPQVLTP 

GAAAGAATGCAAAATAAGGTCATGTTTCCTTTTGGACCCACTGTAGAACCATACCAGACA 

901 -f + + + + + 960 

CTTTCTTACGTTTTATTCCAGTACAAAGGAAAACCTGGGTGACATCTTGGTATGGTCTGT 

ERMQNKVMFPFGPTVEPYQT 

GCCGACTGTGTGGTACCCAAACCAATCAGAGAAATGGTGAAGAGCGCCTGGGGAAATTCG 

961 + + + + + + 1020 

CGGCTGACACACCATGGGTTTGGTTAGTCTCTTTACCACTTCTCGCGGACCCCTTTAAGC 

ADCVVPKPIREMVKSAWGNS 
Figure 3 co^n^^'tffS^Ji^ 
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ATACCCACATTGATAGGCAATACCTCCTACGAAGGTTTGCTTTCCAAATCAATTGCCAAA 

1021 + + + + + 1090 

TATGGGTGTAACTATCCGTTATGGAGGATGCTTCCAAACGAAAGGTTTAGTTAACGGTTT 

IPTLIGNTSYEGLLSKSIAK 

CAATATCCGGAGGTTGTAAAAGAGTTGGAATCCTGTGTGAATTATGTGCCTTGGGAGTTG 

1081 + + + + + + ll^O 

GTTATAGGCCTCCAACATTTTCTCAACCTTAGGACACACTTAATACACGGAACCCTCAAC 

QYPEVVKELESCVNYVPWEL 

GCTGACAGTGAACGCAGTGCCCCGGAAACCCTGGAGAGGGCTGCCATTGTGAAAAAGGCC 

1141 + + + + + + 1200 

CGACTGTCACTTGCGTCACGGGGCCTTTGGGACCTCTCCCGACGGTAACACTTTTTCCGG 

ADSERSAPETLERAAIVKKA 

CATGTGGATGGGGAAACACCTACTCTGGATAATTTTATGGAGCTTTGCTCCTATTTCTAT 

1201 + + + + + + 1260 

GTACACCTACCCCTTTGTGGATGAGACCTATTAAAATACCTCGAAACGAGGATAAAGATA 

HVDGETPTLDNFMELCSYFY 

TTCCTCTTCCCCATGCATCGCTTCCTACAATTGCGCTTCAACCACACAGCTGGCACTCCC 

1261 + + + + + + 1320 

AAGGAGAAGGGGTACGTAGCGAAGGATGTTAACGCGAAGTTGGTGTGTCGACCGTGAGGG 

FLFPMHRFLQLRFNHTAGTP 

ATTTATTTGTATCGTTTCGATTTCGATTCCGAAGAAATTATTAACCCCTATCGTATTATG 

1321 + -f- + + + + 1380 

TAAATAAACATAGCAAAGCTAAAGCTAAGGCTTCTTTAATAATTGGGGATAGCATAATAC 

lYLYRFDFDSEEIINPYRIM - 

CGTTTTGGCCGTGGCGTTAAAGGTGTAAGCCATGCCGATGAGCTAACCTATCTCTTCTGG 

1381 + + + + + + I'^^O 

GCAAAACCGGCACCGCAATTTCCACATTCGGTACGGCTACTCGATTGGATAGAGAAGACC 

RFGRGVKGVSHADELTYLFW 

AACATTTTGTCGAAACGCCTGCCAAAGGAAAGCCGCGAATACAAAACCATTGAACGCATG 

1441 + + + + + + 1500 

TTGTAAAACAGCTTTGCGGACGGTTTCCTTTCGGCGCTTATGTTTTGGTAACTTGCGTAC 

NILSKRLPKESREYKTIERM 

GTTGGCATTTGGACGGAATTCGCCACCACCGGCAAACCATACAGCAATGATATAGCCGGC 

1501 + + + + + + 1560 

CAACCGTAAACCTGCCTTAAGCGGTGGTGGCCGTTTGGTATGTCGTTACTATATCGGCCG 

VGIWTEFATTGKPYSNDIAG 

Figure 3 coTVtinu«^ 
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ATGGAAAACCTCACCTGGGATCCCATAAAAAAATCCGATGATGTCTATAAATGTTTAAAT 

1561 + + + + + + 1620 

TACCTTTTGGAGTGGACCCTAGGGTATTTTTTTAGGCTACTACAGATATTTACAAATTTA 

MENLTWDPIKKSDDVYKCLN 

ATCGGCGATGAATTGAAAGTTATGGATTTGCCAGAAATGGATAAAATTAAACAATGGGCA 

1621 + + + + + + 1680 

TAGCCGCTACTTAACTTTCAATACCTAAACGGTCTTTACCTATTTTAATTTGTTACCCGT 

IGDELKVMDLPEMDKIKQWA 

AGTATATTCGATAAAAAGAAGGAATTGTTT 

1681 + + + 1710 

TCATATAAGCTATTTTTCTTCCTTAACAAA 

SIFDKKKELF 



Figure 3 Cryfl- ti n u e d 
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Figure 4.. 

\^ K^"^doiE7 97 QTDFISGKPTGSEDCLYLNVYTNDLNPDKKRPVMVFIHGGGFIFGEANRN 146 
%' I . I I I . I I . . I I I I I I I I - I I I I : I t I - M M : 1 : I I I I I 1 h I h H : 

r ^x^-u-LcaE? 97 QVDFITGKVCGSEDCLYLSVYTNNLNPETKRPVLVYIHGGGFIIGENHRD 146 

^ 14 7 WYGPDYFMKKPVVLVTVQYRLGVLGFLSLKSENLNVPGNAGLKDQVMALR 196 

M I I I I : I I • I M : - H I I I I • I I I M M I : I I I M I I I I I I I I I I I I 
14 7 MYGPDYFIKKDVVLINIQYKLGALGFLSLNSEDLNVPGNAGLKDQVMALR 196 

19 7 WFKSNIAIFGGDVDNITVFGESAGGASTHYMMITEQTRGLFHRGIMMSGN 246 

|:|.|.| Mh-llllllllllhlllMII:|llllllllllhllll 

19 7 WIKNr|CANFGGNPDNlTVFGESAGAASTHYMMLTEQTRGLFHRGILMSGN 246 

24 7 SMCSSASTECQSRALTMAKRVGYKGEENEKDILEFLMKANPYDLIKEEPQ 296 

• :|. l-hM I hi: I I .11 I I hi :| hi I I III M MM h- 
24 7 AICPLANTQCQHRAFTLAKLAGYKGEDNDKDVLEFLMKAKPQDLIKLEEK 296 

297 VLTPERM 303 

M M • 
297 VLTLEER 303 
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